111. A nucleic acid molecule, comprising a nucleotide sequence that: 

a) comprises a moiety binding region; and 

b) encodes an interacting domain, 

wherein said interacting domain directly or indirectly binds with said moiety 
binding region. 

112. The nucleic acid molecule of claim 111, wherein said nucleic acid molecule comprises 
ssRNA or dsRNA. 

113. The nucleic acid molecule of claim 111, further comprising or encoding at least one 
random sequence or at least one sequence of interest. 

1 14. The nucleic acid molecule of claim 111, wherein said nucleic acid molecule comprises 
ssDNA. 

115. The nucleic acid molecule of claim 114, further comprising or encoding at least one 
random sequence or at least one sequence of interest. 

116. The nucleic acid molecule of claim 111, wherein said nucleic acid molecule comprises 
dsDNA. 

117. The nucleic acid molecule of claim 116, further comprising or encoding at least one 
random sequence or at least one sequence of interest. 

1 1 8. The nucleic acid molecule of claim 111, further comprising or encoding a spacer region. 
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1 1 9. The nucleic acid molecule of claim 111, further comprising or encoding at least one 
expression control sequence. 

120. The nucleic acid molecule of claim 111, further comprising or encoding at least one start 
codon. 

121 . The nucleic acid molecule of claim 111, wherein said nucleic acid molecule is operably 
linked to said interacting domain. 

122. The nucleic acid molecule of claim 121, wherein said interacting domain binds directly or 
indirectly with said moiety binding region. 

123. The nucleic acid molecule of claim 111, wherein said nucleic acid molecule is operably 
linked to a polypeptide encoded by said random sequence or said sequence of interest. 

124. The nucleic acid molecule of claim 121, wherein said moiety binding region binds with 
said interacting domain to form a moiety binding region/interacting domain complex. 

125. The nucleic acid molecule of claim 123, wherein said moiety binding region is operably 
linked to said interacting domain to form a moiety binding region/interacting domain 
complex. 

126. The nucleic acid molecule of claim 124, wherein said moiety binding region/interacting 
domain complex reduces the efficiency of translation of said nucleic acid molecule. 

127. The nucleic acid molecule of claim 124, wherein said interacting domain comprises a 
polypeptide. 
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128. The nucleic acid molecule of claim 124, wherein said polypeptide encoded by said 
random sequence is bound with a substance of interest. 

129. The nucleic acid molecule of claim 128, wherein said substance of interest is on a solid 
support or in solution. 

130. The nucleic acid molecule of claim 128, wherein said substance of interest comprises at 
least one organic molecule, an inorganic molecule, a polymer, a polypeptide, a nucleic 
acid molecule, a ribozyme, a lipid, a carbohydrate, a small molecule, a 
biomacromolecule or a drug. 

131. A library of nucleic acid molecules of claim 111. 

132. The library of nucleic acid molecules of claim 131, wherein said library comprises at least 
two different random sequences, at least two different sequences of interest or a 
combination of at least one random sequence and at least one sequence of interest. 

133. A library of nucleic acid molecules of claim 121. 

134. The library of nucleic acid molecules of claim 133, wherein said library comprises at least 
two different random sequences, at least two different sequences of interest or a 
combination of at least one random sequence and at least one sequence of interest. 

135. A library of nucleic acid molecules of claim 133. 

136. The library of nucleic acid molecules of claim 135, wherein said library comprises at least 
two different random sequences, at least two different sequences of interest or a 
combination of at least one random sequence and at least one sequence of interest. 
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137. The library of nucleic acid molecules of claim 130, wherein said library is contacted with 
at least one substance of interest. 

138. The library of nucleic acid molecules of claim 137, wherein said at least one substance of 
interest is directly or indirectly bound on a solid support or in solution. 

1 39. A method for identifying a nucleic acid molecule or sequence, comprising: 

1 . providing at least one nucleic acid molecule of claim 111; 

2. translating said nucleic acid molecule to provide at least one complex, 
wherein said complex comprises a polypeptide operably linked to a 
random sequence or a nucleic acid sequence or a nucleic acid molecule of 
interest; 

3. contacting said at least one complex with at least one substance of interest; 

4. selecting at least one complex that binds with said at least one substance of 
interest; and 

5. identifying said random sequence or said nucleic acid sequence of interest 
or nucleic acid molecule of interest. 

140. The method of claim 139, wherein said identifying comprising amplifying said random 
sequence or said nucleic acid sequence of interest or said nucleic acid molecule of 
interest. 

141 . The method of claim 139, wherein said substance of interest is on a solid support or in 
solution. 

142. The method of claim 139, wherein said substance of interest is on or within a cell. 
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143. A nucleic acid molecule comprising a random sequence or nucleic acid sequence or 
nucleic acid molecule identified by the method of claim 139. 

144. The method of claim 139, further comprising performing steps 1, 2, 3 and 4 reiteratively. 

A method for identifying a nucleic acid molecule or sequence, comprising: 

1 . providing at least one nucleic acid molecule of claim 111; 

2. transcribing said nucleic acid molecule to a corresponding RNA molecule; 

3. translating said RNA molecule to provide at least one complex, wherein 
said complex comprises a polypeptide operably linked to a random 
sequence or a nucleic acid sequence of interest or a nucleic acid molecule 
of interest; 

4. contacting said at least one complex with at least one substance of interest; 

5. selecting at least one complex that binds with said at least one substance of 
interest; and 

6. identifying said random sequence or nucleic acid sequence of interest or 
nucleic acid molecule of interest. 

146. The method of claim 145, wherein said identifying comprising amplifying said random 
sequence or nucleic acid sequence of interest or nucleic acid molecule of interest. 

147. The method of claim 145, wherein said substance of interest is on a solid support or in 
solution. 

148. A nucleic acid molecule comprising a random sequence or nucleic acid sequence or 
nucleic acid molecule identified by the method of claim 145. 
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149. The method of claim 145, further comprising the step of sequencing the identified 
random sequence or nucleic acid sequence of interest or said nucleic acid molecule of 
interest. 

150. The method of claim 145, further comprising performing steps 1, 2, 3, 4 and 5 
reiteratively. 

151. A method for identifying a polypeptide encoded by a random nucleic acid sequence or 
nucleic acid sequence of interest or nucleic acid molecule of interest, comprising: 

1 . providing at least one nucleic acid molecule of claim 111; 

2. translating said nucleic acid molecule to provide at least one complex, 
wherein said complex comprises a polypeptide operably linked to a 
random sequence or a nucleic acid sequence of interest or a nucleic acid 
molecule of interest; 

3. contacting said at least one complex with at least one substance of interest; 

4. selecting at least one complex that binds with said at least one substance of 
interest; and 

5. identifying said polypeptide in said complex. 

1 52. The method of claim 151, wherein said identifying comprises amplifying said random 
sequence or nucleic acid sequence of interest or nucleic acid molecule of interest or 
nucleic acid molecule of interest. 

153. The method of claim 151, wherein said substance of interest is on a solid support or in 
solution. 

1 54. The method of claim 151, wherein said substance of interest is on or within a cell. 
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155. The method of claim 151, wherein the nucleic acid sequence corresponding to the 
identified polypeptide is determined, 

1 56. A polypeptide identified by the method of claim 1 55. 

1 57. The method of claim 151, further comprising performing steps 1 , 2, 3 and 4 reiteratively. 

158. A method for identifying a polypeptide encoded by a random nucleic acid sequence or 
nucleic acid sequence of interest or nucleic acid molecule of interest in the nucleic acid, 
comprising: 

1 . providing at least one nucleic acid molecule of claim 111; 

2. transcribing said nucleic acid molecule to a corresponding RNA molecule; 

3. translating said RNA molecule to provide at least one complex, wherein 
said complex comprises a polypeptide operably linked to a random 
sequence or a nucleic acid sequence of interest or a nucleic acid molecule 
of interest; 

4. contacting said at least one complex with at least one substance of interest; 

5. selecting at least one complex that binds with said at least one substance of 
interest; and 

6. identifying said polypeptide in said complex. 

1 59. The method of claim 158, wherein said identifying comprising amplifying said random 
sequence or nucleic acid sequence of interest or nucleic acid molecule of interest or 
nucleic acid molecule of interest. 

160. The method of claim 158, wherein said substance of interest is on a solid support or in 
solution. 
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161 . The method of claim 158, wherein the nucleic acid sequence corresponding to said 
identified polypeptide is determined. 



162. A polypeptide identified by the method of claim 158. 

163. The method of claim 158, further comprising performing steps 1, 2, 3, 4 and 5 
reiteratively. 

1 64. A method for identifying a test compound, comprising: 

a) contacting a target with a complex that: 

1) comprises a moiety binding region; 

2) encodes an interacting domain; and 

3) comprises a random sequence or a sequence of interest that 
encodes a polypeptide; 

wherein said interacting domain directly or indirectly binds with 
^ said moiety binding region; 

b) identifying polypeptides bound with said target; 

c) determining the structure of said polypeptide; and 

d) identifying moieties that have structures that have space filling shapes that 
are similar to at least a portion of said polypeptide. 

1 65 . A test compound identified by method of claim 1 64. 

1 66. A pharmaceutical composition identified by a method of claim 1 64. 
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167. A method for identifying a target, comprising: 

a) contacting a substance of interest with a complex that: 

1 ) comprises a moiety binding region; 

2) encodes an interacting domain; and 

3) comprises a random sequence or a sequence of interest that 
encodes a polypeptide; 

wherein said interacting domain directly or indirectly binds with 
said moiety binding region; 

b) identifying targets that bind with said complex. 



168. A target identified by the method of claim 1 67. 



169. A pharmaceutical target identified by the method of claim 167. - 



Accordingly, claims 111 through 169 are pending upon entry of this Preliminary 
Amendment. 
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Applicants respectfully submit that the claims are ready for examination and in condition 
for allowance. 



David R. Preston & Associates 
1 1404 Sorrento Valley Road 
Suite 104 

San Diego, C A 92121 

Telephone: 858.450.1388 
Facsimile: 858.450.2188 
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David R. Preston 
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